. Percent α-helical content derived from fitting the CD spectra presented in Figures 1 and S1. The programs CDSSTR (1), CONTINLL (2), and SELCON3 (3-5) were used. Errors are estimated based on repeated fits performed using the full data set (experimental point every 0.5 nm) and half the data set (experimental point every 1 nm). # Values independent of P/L molar ratio. a The error for these is estimated to be ± 20, whereas for the other values it is ± 4. The higher error is due to the fact that these CD spectra were noisier than the others. Figure S2 
